Bacillus strain X1 is the source strain for the restriction enzyme BstXI. Its complete sequence and full methylome was determined using single-molecule real-time (SMRT) sequencing.
MTase genes (REBASE: http://rebase.neb.com/cgi-bin/seqget?BstXII). All four encode proteins with strong similarity to wellcharacterized enzymes recognizing GATC (5) . Subcloning demonstrated that these genes are active, although only that encoding M2.BstXII resulted in complete modification. One additional gene, HW35_12570, encoded a protein (BstORFCP), with significant similarity to a family of methyldependent REases found in Staphylococcus aureus (e.g., SauUSI, which recognizes S 5m CNGS) (6) .
Nucleotide sequence accession number. This complete genome sequence has been deposited in DDBJ/ENA/GenBank under the accession no. CP008855 (BioProject PRJNA253895).
